Plate Analyzer Quick Tutorial
J. Paul Robinson, Purdue University Cytometry Labs

Quick facts:
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Create new parameter: You can click this and
get the box on the left. Now you can select
any parameter in the list mode file, and add,
subtract, divide or multiply with any other
parameter creating a new parameter (think
ratios)...and make sure you add point 1 or 1 to
the “Mn” value since you don’t want to divide
by zero!
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Create a distance
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Create a drug

neither dose response

curve

icon before

clicking on Either not

Exclusive

measure based on

selections in
OPTIONS

the graphic
area you
want to gate

This is used to identify the
positive control well or wells
(will average) or statistical
analysis modes

Create a drug
container which
will hold all your
dose response
curves

Create a graph
from anything
(link it to a drug
container etc)
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\ The +and — The PRISM box shows all the
B change the scale parameters collected in the list mode
of the file and there are 3 options, ++ (take
CelLiengin N histograms the positive side of the cursor (from
the left box), -- take the negative side
of the cursor, and == none
DNACHS1D The slider
moves the 4+ e == A
/ histograms up Time L
DNAGH 33D or down Cell_length
The +and - DNAINSTD
d DMA(193)D
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active when the LD3CNMID
PRISM button is CD3(Cd112ID
e checked (see to CD3CA13D
the right) CO3CAT14D
CO45(In115]D
Graphs: Graphs:
Show the Show IC50 Show spill- Options lets you set the Scatter Histogram
heat map curves over table IC50 computations and shows a 2 shows a
also change the scale to parameter histogram
ShOW. the plate 5 Show log, eliminate color (gray plot with display with
map in 3D and rug intensity scale) and identify the any 2 any param
i conc (csv o .
rotate it file) ( vs drug type.of statistical analysis parameters [ _~
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this opens only every o Dot o 1500 1 used for the
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10™, etc data point. It plot. This can
. 500 be very
makes for more rapid ol )
Logic Map creation - 0 1,000 2,000 3,000 4000 compllcated.
DNAIF S0
| 3D I Heat Map I Paramelersl Graphs I Intensity | Spil\uver| Opticrs | Infa | Options: Also has mode
Data | SMILES to read SMILES code
< from a CSV file. You can
SMILES file C:\Program Files (<8GNPUCL\Plate Analyzsr sbd\SMILESLIST cov load any file (it must be
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Top Plate Map window
can be dragged to a
second monitor and
back! This is useful for
very large Logic Maps

These are standard
windows and each can
be resized by dragging

the window
T olO ] e BESION IR
Functions
Creation of Drug containers
5 Plate Analyser - Copyright Purdue University Cytometry Lab (MULTICORE #4) 1.2.3.6 x64 licenced to Licensed to J. Paul Robinson ‘ \ =R X
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STEP 1: Click
the PRISM
Botton

STEP 2: Click on one of
the prism parameters
such as ++ (positive)
signal or (--) negative
signal.

I~

STEP 3: Move the
cursor for the
parameter you just
selected (here Log
JC1-525). As you

move the cursor, the
heat map will
respond
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Create Gates:

STEP 1: Identify STEP 3: Once you
a plot type you have the gate drawn,
want to gate. a new ICON pops up
Click GATE in the logic map —
then draw your you can right click
gate on the the title on this ICON
plot and rename it.
STEP 2: To draw the gate, —~=| THE SECRET BUTTON: If
first select a place on the you want to see the
plot you want the gate to result of a single well, or
888055000 start, move the left multiple wells, you must
3303858 mouse, move the mouse, click the small white
§5§§§§ | click the left button and button (here) and the
200065600 do this until you are near top and side bars become
388888030 . the end, and right button GREEN. Whenever the
L will close the gate. green bars are there, you
- can view any single or
More Gates multiple wells
e e s STEP 1: To gate specific
STEP 1: Select either the E&’E" HO® T) .-EH‘—\' wells, just hgighlig’f)\t the

right or left side of the left
histrograms. Click GATE,
then click the mouse on the
side you want. An ICON

; m
pops up showing the
direction of the positive — ; J

wells you want to gate (you
can use any combination by
using windows CTRL or
SHFT Keys, and an ICON of
this selection appears on

= the Logic Map
cells. L— 3 | 3
L ‘ | K (]S - l STEP 1: Select HISTOGRAM
STEP 2: whenever 5 p——— 3. Heae P"“::‘"’L:’"" sebom “"“"'“ BAND GATE and you can set
you select a gate ‘ - m R = yvvyyreayssr s ve T IRY: two cursors. If you click the
icon in the logic map, | — §§§§§§§§§ﬁ§3§§§%§§c GATE button, then inside
this will appearin =~ —| 300660665635068 the two cursors, you will
the lower right b I = 00 08880860000
ght bOX. 2 2983352882082 create a band gate .
. SO00 000 Q0
‘ = 808858888000
—_— 9000
— - e

The SAVE LAYOUT and OPEN Layout are
linked to the data files — if you have drug
names these will be linked and a small
file will be written to the data directory.

Updated Options (Feb 2013)

Heat Map | Concentrations | Graphs I Intemnsity I Spillover | Ophionz | Infio |

152624 e =
1002152624 @E N ’ Save Layout ] ’ Dpen Layout

b ap Source
@ PRIZM ) Gate

E xport

| Copy
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Data Output Opportunities

3D output graph

2010091 {00080

Any single parameter across time or concentration

2010061 5Lk j-p00580
Drugs17-32

Spillover table data

30 | HeatMapI Concentrations | Graphs | Inlensityl Spillover |Dptinns | Irfa ‘

01 1 10
Coneentration (1)

—&— Acrolein: TIME
—& Acrolein: Lin 55
—— Acrylamicie: TIME
== Acrylamice: Lin S5
< Acrylonitrilz: TIME
Acrylonitrile: Lin S35
—&— Actinomycin O TIME
—&— Actinomyein O Lin 55
+  Adipamide: TIME
Adipamide: Lin S5
Alclofenac: TIME
Alclofenac: Lin 55
< Aldrin: TIME
& Aldrin: Lin S5
—+ Allantoin: TIME
—»< Allantoin: Lin S5
—— Allyl alcohal: TIME
—— Allyl slcohal: Lin 35
©  Allyl isathiocyanate: TIME
£ Ayl isothiocyanate: Lin 55
+ Artemether: TIME
= Artemether: Lin S5
—&— Dexrazone: TIME
—— Dexrazone: Lin S5
~@ Balsalazid: TIME
—& Balsalazic Lin 55
—+ Butenafine: TIME
—»¢ Butenafine: Lin 55
~& Closantel: TME
—— Closantel. Lin 55
< Crotamiton: TIME
& Crotamiton: Lin 55

B
G

Decades 4 (&)

[FlLoe Crop Outliers

TIME

Pulse Width
Lin FS

Lin 55

Log JC-1_525
Log JC-1_590

Log PI
Lin DAPT

Use Spilover matrix

[T Mormalize

Log JC-1.590  Log IC-1 525
Log JC-1 590 1 0
Log JC-1_525 0.1452 1
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Types of Graphic Output

Single Parameter Histogram Single Parameter Histogram

2 Parameter dotplot

201 0061 Sj-AhHj-p00S5k
graph 1
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